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Combined, label-free, live cell and multi-mode fluorescent analysis is now a reality using the MIAS2 and eaZYX software from Digilab MAIA SCIENTIFIC
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Our Entry-Level Benchtop 

Microarrayer 

A High Throughput Multi- 

Function Microarrayer 

With its innovative platform 

design, the MicroGrid II offers 

high capacity and small foot- 

print. Using flexible, easy to 

use software, it is capable of 

printing microarrays onto 

120 slides or 24 microplates, 

as well as offering the capabil- 

ity of macroarraying and repli- 

cation of plate samples. The 

MicroGrid II is designed for 

high throughput sample han- 

dling with the ability to work 

from 96, 384, or 1536 well 

microplates. Up to 24 

microplates at a time can be 

accommodated in the 

BioBank loading cartridge 

and a maximum of 10 

BioBanks (240 microplates) 

may be programmed into a 

single run. 

The Most Efficient High 

Performance Benchtop 

Microarrayer 

The OmniGrid Accent offers a 

compact, high performance 

benchtop solution for printing 

quality microarrays.  The Accent 

arrays biological samples from 

up to three 96 or 384 well 

source plates onto 50 slides or 

6 microwell plates using a print 

head with up to 48 pins.  The 

whisper-quiet operation, superi- 

or printing precision, and easy to 

use software of this high-speed 

arrayer are the result of state- 

of-the-art engineering.  The 

transparent enclosure with pos- 

itive pressure filtering provides a 

dust-free, humidity-controlled 

printing environment for any lab 

or core facility. 

The OmniGrid Micro is the 

ideal solution for any laborato- 

ry starting out in microarray- 

ing. It has a very small foot- 

print and the capacity to print 

arrays onto 10 slides or into 

two microwell plates. The 

print head can be fitted with 

either solid or split pins, and 

samples can be printed from 

either a 96- or 384-well 

source plate. The integrated 

wash and vacuum dry station 

ensures zero carryover 

between samples. Arraying is 

carried out in a sealed, humid- 

ity-controlled, dust-free enclo- 

sure which minimizes evapo- 

ration of precious biological 

samples.

www.digilabglobal.com



Setting a New Benchmark in 

Gel Imaging And Picking 

Improved Protein Digestion and 

Sample Preparation for Mass 

Spectrometry 

The ProPrep II allows fully auto- 

mated, high-throughput protein 

digestion followed by sample 

preparation for mass spectrome- 

try.  Highly accurate liquid handling 

combined with a temperature con- 

trolled flow-through reaction block 

and reagent chilling enables repro- 

ducible in-gel or in-solution diges- 

tion in 96-well format. Resulting 

peptide mixtures are spotted onto 

MALDI targets or transferred to 

various sample formats suitable 

for LC-MS, all in a fully enclosed, 

HEPA filtered environment.  In 

addition to its accuracy and preci- 

sion, the ProPrep II offers signifi- 

cant flexibility: up to 4 reaction 

blocks for various throughput 

needs, accommodation of most 

commercially available MALDI tar- 

gets, customizable protocols, in- 

gel and/or in-solution digestion in 

the same run, as well as use of dif- 

ferent chemistries and multiple 

enzymes in the same reaction 

block. 

The ProPic II is a fully integrat- 

ed system for protein gel 

imaging and excision of pro- 

tein spots of interest. Its high 

resolution imaging system 

and patented picking technol- 

ogy enable highly accurate 

and reliable protein spot har- 

vesting. Controlled by easy to 

use “Click & Pick” software, 

the ProPic II allows direct 

imaging and picking from 1D 

and 2D gels (backed and non- 

backed) stained with all com- 

monly used fluorescent and 

visible stains.  Seamless inte- 

gration with DIGE facilitates 

spot excision directly from 2D 

DIGE gels.  Optional full envi- 

ronmental control and a small 

footprint complete the pack- 

age.  In one platform, the 

ProPic II combines gel imag- 

ing and picking capabilities to 

enable better performance 

and lower operational com- 

plexity than the use of sepa- 

rate imagers and pickers, 

simplifying sample processing 

for mass spectrometry. 

The HoneyComb is an auto- 

mated benchtop system for 

simplified set-up, storage and 

visualization of counter diffu- 

sion protein crystallization 

experiments.  This user 

friendly system enables 

researchers to prepare up to 

96 individual counter diffusion 

crystallization experiments 

with no manual capillary 

manipulation. Preparation 

and reaction assembly takes 

only minutes. Experimental 

trays are stored off line and 

can be easily analyzed on a 

viewing plate for crystal 

screening and scoring prior 

to X-ray analysis. 

An Automated Counter 

Diffusion Protein 

Crystallization System 

Capillary Based, Plate 

Replication and 

Reformatting 

The Hummingbird is a multi- 

function benchtop instrument 

capable of fast, precise, non- 

contact transfer of com- 

pounds and reagents from 

master plates to daughter 

plates for cell- or enzyme- 

based drug screening assays. 

Compound libraries or assay 

reagents can be easily repli- 

cated or reformatted to and 

from 96, 384 or 1536 

microplates in the volume 

range of 25nl-1µl. The 

Hummingbird is capable of 

precise consistent dispensing 

with almost no waste of pre- 

cious compounds and is easi- 

ly integrated with automated 

plate handling systems.



Miniaturization of Protein 

Crystallization 

Efficient, Programmable, Accurate 

Non-Contact Liquid Handling in a 

Benchtop Instrument 

The Most Versatile 

Microscopic Reader for 

High Content Analysis 

The Microsys synQUAD system is 

our entry level multi-functional 

non-contact low volume liquid 

handler with a dispense volume 

range of 20nl to 20 µl. Our propri- 

etary synQUAD system provides 

rapid and consistent low volume 

dispensing of a broad range of 

reagent types. The Microsys is 

used in a variety of applications 

such as non-contact arraying, 

assay assembly, protein crystal- 

lization, and plate filling for PCR, 

Q-PCR, cycle sequencing, and 

primer extension reactions. The 

system is also capable of bulk fill- 

ing of reagents and cells into any 

type of plate format. 

The Honeybee benchtop pro- 

tein crystallization systems 

provide rapid and consistent 

dispensing of protein and 

screening reagents onto any 

protein crystallization plate 

for vapor diffusion and micro- 

batch techniques. The sys- 

tems utilize our proprietary 

synQUAD non-contact dis- 

pensing technology for depo- 

sition of protein and screen- 

ing reagents. Our honeybee 

961/963 systems utilize a 

combination of a 96 channel 

low volume dispense head, 

and dedicated synquad pro- 

tein dispenser to allow for 

rapid processing of crystal- 

lization plates, whereas our 

honeybee 81 and 161 sys- 

tems allow for complete non- 

contact dispensing of protein 

and screening reagents, as 

well the freedom of being able 

to generate combinatorial 

screening libraries. 

HoneyBee 963 shown 

The MIAS-2 is the first high- 

throughput, high-information 

microscopy reader with fully 

automated brightfield and flu- 

orescence microscopic read- 

ing.  The MIAS-2 covers all of 

the established fluorescence 

assay techniques and adds 

brightfield competency to 

your research capabilities. 

Label-free, live cell analysis is 

now possible. Combining a 

state-of-the-art EMCCD cam- 

era and proprietary object- 

based auto focusing, the 

MIAS-2 accomplishes real- 

time low-light observation far 

beyond the sensitivity of the 

human eye. Our eaZYX soft- 

ware controls image capture, 

automation, and analysis. 

With an intuitive and user- 

friendly software interface, 

and utilizing the principles of 

“Scale Space” theory we deliv- 

er fast, accurate and highly 

flexible image analysis.  Batch 

reading and analysis of up to 

420 plates can be accom- 

plished with the touch of a 

button. 

Automated Benchtop, Plate 

Replicatoion and 

Reformatting 

The NEW Digilab Genomic 

Solutions Hummingbird-Plus 

adds plate-stacking automa- 

tion to the well known 

Hummingbird® plate copying 

and reformatting instrument. 

Its 96 or 384 array capillary 

tip cassettes, available in the 

volume range of 25nl to 

1000nl, allow accurate, pre- 

cise, non-contact, and 

no-sample waste dispensing 

of reagents or compounds 

into dry or wet plates. 

Efficient automated washing 

of the capillary tips prevent 

carry-over contamination, and 

negate the costly use of 

disposable tips. A complete 

and cost effective solution. 

www.digilabglobal.com



Cell Growth 

Gene Expressio/Differential Display 

Micro/Macro Arraying 

Plate Arraying 

Array Hybridization 

DNA/RNA Synthesis 

DNA Sequencing 

DNA Shearing 

Clone Production 

SNP Set-up 

Genotyping 

qPCR Set-up 

TaqMan® 

Sequencing 

MicroGrid II 

OmniGrid Accent 

OmniGrid Micro 

Hummingbird-Plus 

HydroShear 

HiGro 

HybStation 

Hyb4 

×²­¬®«³»²¬ 

ProPic II 

ProPrep II 

Honeycomb 

Hummingbird 

Honeybee 

Honeybee X8 

MicroSys 

MIAS-2 

Protein Identification 

Gel Imaging 

Gel Analysis 

Spot Excision 

Protein Digestion 

Sample Prep for Mass-Spec 

Protein Structure 

Protein Expression 

Protein Crystallization 

Protein Function 

Protein Arrays 

Biomarker Discovery 

Assay Assembly 

Assay Development 

DNA Based Assays 

Screening 

Compound Library Management 

Non-Contact Nanoliter Delivery 

Low Volume Diagnostics 

Culture imaging 

Culture confluence and cell count 

Clonality and colony size 

Live cell neurite outgrowth 

Histopathology, morphology analysis 
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